The Concept of Effective Mass Accuracy (EMA) for Unknown Identification
Yongdong Wang & Don Kuehl

Cerno Bioscience, Las Vegas, NV, USA
Sunday Poster: 6-2-6P

The Holy Grall of Unigue Elemental Composition Determination: Results and Discussion
50, 5,1 or 0.1ppm Mass Accuracy?
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Effective Mass Accuracy (EMA):
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