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levels, with the following accurate mass measurement and CLIPS (Calibrated Lineshape AR =1l B 3 B CLIPS unknown elemental composition search
Isotope Profile Search) unknown ID results, using a +20mDa mass tolerance window and e | == correctly confirmed one form of CBD found in
Cannabidiol (CBD) oils manufactured specifically for pets is a rapidly growing market. Many pet C/H/N/O/CI as possible elements. Confident identification could be made for 4 out of the 5 e S——— this real sample #1, with mass accuracy of
owners are supplementing their pets’ diet with products derived legally from hemp to ameliorate mycotoxins with a combination of mass accuracy and spectral accuracy. Very similar L = 5 g = /\ 1mDa and spectral accuracy of 98.2%.
maladies ranging from anxiety to tumors. In this study, we obtained actual CBD oil pet supplement results were obtained when these mycotoxins were spiked into the Hemp Seed oil sample. EE i NP AR

samples to perform untargeted analyses using liquid chromatography-mass spectrometry (LC-MS) e e e
to screen these products for the presence of mycotoxins. The single quadrupole, unit resolution
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LC/MS data was calibrated Into spectrally accurate and mass-accurate data, using known Ochratoxin A [M+H]+ Exact Mass | Accurate Mass |Mass Error| ~ Spectral | (Total Hits) REI e "
standard reference ions covering the m/z range of interest. The resulting data provides up to 100- (Da) (Da) (mDa) | Accuracy (%) : [ s
times improvement in mass accuracy for spectral matching and identification of mycotoxins. Aflatoxin G2 | C17H1507+ 331.0812 331.0817 0.5 98 1 1(89) W CLIPS mixture ion series analysis capability
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Xxperimental setup Aflatoxin Bl | C17H1306+ | 313.0707 313.0834 12.7 98.3 1 (68) T e - other forms of minor postulated modifications
Ochratoxin A |C20H19CINO6+|  404.0895 404.0915 2.0 86.0 32 (136) and respective relative concentrations, with -10
CBD oil pet supplement samples were diluted 500-fold with dichloromethane. A 50-microliter _ ot o 505909 NSV IR VAN U/ mDa mass error and 94.8% spectral accuracy.
aliquot of the diluted sample was then added to 950-microliters of methanol. The LC/MS was an ot CLIPS unknown elemental e Y % &4 S
Agilent 1260 Prime / 6125 LC/MS XT system fitted with a 2.1 mm x 100 mm Poroshell C18, 1.9- o - composition search correctly -
micron column. The mobile phase was HPLC grade water modified with 0.1% (v/v) formic acid in ot identified the aflatoxin G2 as the top T e ——
the A channel, and HPLC grade methanol modified with 0.1% (v/v) formic acid in the B channel. o ‘ hit out of a total of 89 formula = [ T
The mobile phase gradient ranged from 72% A to 95% A. The run time was 15 minutes and the o ¢ candidates at 98.1% spectral = .
post-run time was 2 minutes. For simplicity, the mass and spectral accuracy was achieved using RS ST Py . S :____.| accuracy and 0.5mDa mass error. e = iy /\_/ _CLI_PS unknown elemental composition search
MassWorks software! and one of five mycotoxin standards injected at several different B S0 ws S w@s g ws s s sh s == o o et W ndicates th's_ may be from a different
concentration levels. The determination and differentiation of various mycotoxins and - BackgroundCorrectedAV:ageofsCam585hu588(9.2284t09.2754) i . f irnerar e careamn| e SUbSta_nCe, different from either CBD or
THC/CBD/CBC are performed on pure mycotoxin standards, pure Hemp standards, and spiked : The Mass spectral interierence ar_ld _aflato>_<|n 32’ a compound worth further
Hemp oll samples and real world samples collected from testing labs. o : the low S|gn_al Ieyel _from_c_)chr_atoxm nvestigation.
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A mixture standard containing potentially toxic aflatoxin G2, G1, B2, B1, and ochratoxin A found in o it il / v confirmed vet another form of CBD
CBD oil pet supplements were purchased and analyzed with LC/MS with the following TIC : : e — correctly o y .
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T | e T T | not account for the A+2 signal and Accurate mass and spectral accuracy obtained from single quadrupole LC/MS system can be a
5000000 R R SRR B L | e only the addition of S element would useful and economical tool for pet supplement analysis, either for the active CBD or possible
X s e B/ allow for high spectral accuracy mycotoxin contaminant screening in meaningful concentration ranges and with typical matrices
4000000 A . R e e A identification of this most likely and backgrounds. The LC/MS system is reasonably stable to allow for an external calibration to
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minutes The most interesting part of this application demonstrated that it is possible to between
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For a real pet supplement Sample

differentiate CBD and aflatoxin B2 (both at nominal m/z 315) with confidence.
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aflatoxin B2 (m/z 315) from the TIC

i 10000000 able to distinguish the active CBD help alert the user of the need for higher resolution and more sensitive MS systems such as
highest of 5 concentration levels was el compounds and one of the 5 TOF.
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